Table S-5: Ranking of genes selected by 5/7 methods according to bias from datasources
and number of genes selected.

Gene ID (Ensembl) Method Gene Count Rank
Bias Bias Score
Obesity
ENSG00000185559 8 12.34 98.71
ENSG00000127616 8 12.34 98.71
ENSG00000145708 8 12.34 98.71
ENSG00000055609 8 12.34 98.71
ENSG00000150768 8 12.34 98.71
ENSG00000116017 8 12.34 98.71
ENSG00000131196 8 12.34 98.71
ENSG00000109472 8 12.34 98.71
ENSG00000170820 7 13.34 93.37
ENSG00000166349 7 13.34 93.37
ENSG00000125851 7 13.34 93.37
ENSG00000130304 7 13.34 93.37
ENSG00000140284 7 13.34 93.37
ENSG00000101200 7 13.34 93.37
ENSG00000141837 7 13.34 93.37
ENSG00000110395 7 13.34 93.37
ENSG00000118046 7 13.34 93.37
ENSG00000113580 8 11.55 92.40
ENSG00000168546 8 11.55 92.40
ENSG00000137642 6 7.17 42.99
ENSG00000135862 6 7.17 42.99
ENSG00000085872 6 7.17 42.99
ENSG00000021826 6 7.17 42.99
ENSG00000115652 6 7.17 42.99
ENSG00000112796 6 7.17 42.99
ENSG00000104368 6 7.17 42.99
ENSG00000125730 6 7.17 42.99
ENSG00000119711 6 7.17 42.99
ENSG00000100714 6 7.17 42.99
ENSG00000106804 6 7.17 42.99
ENSG00000105877 6 7.17 42.99
ENSG00000167601 6 7.17 42.99
ENSG00000108821 6 7.17 42.99
ENSG00000168615 6 7.17 42.99
ENSG00000101384 6 7.17 42.99
ENSG00000115414 6 7.17 42.99
ENSG00000166226 6 7.17 42.99
ENSG00000143387 6 7.17 42.99
ENSG00000130702 6 7.17 42.99
ENSG00000166035 6 7.17 42.99
ENSG00000128928 6 7.17 42.99
ENSG00000107798 6 7.17 42.99
ENSG00000106397 6 7.17 42.99
ENSG00000056345 6 7.17 42.99
ENSG00000111275 6 7.17 42.99
ENSG00000165029 6 7.17 42.99
ENSG00000112655 6 7.17 42.99
ENSG00000144381 6 7.17 42.99



ENSG00000179295
ENSG00000049860
ENSG00000104774
ENSG00000106688
ENSG00000105607
ENSG00000149397
ENSG00000184916
ENSG00000122971
ENSG00000108556
ENSG00000140263
ENSG00000101365
ENSG00000174231
ENSG00000112769
ENSG00000074181
ENSG00000122194
ENSG00000138061
ENSG00000029534
ENSG00000074695
ENSG00000135829
ENSG00000163513
ENSG00000163359
ENSG00000079739
ENSG00000088882
ENSG00000040531
ENSG00000070061
ENSG00000141736
ENSG00000072778
ENSG00000120251
ENSG00000003393
ENSG00000174437
ENSG00000138356
ENSG00000130164
ENSG00000175344
ENSG00000109099
ENSG00000166147
ENSG00000083457
ENSG00000138193
ENSG00000115461
ENSG00000115159
ENSG00000170266
ENSG00000132142
ENSG00000132718
ENSG00000166308
ENSG00000127884
ENSG00000130175
ENSG00000182578
ENSG00000168383
ENSG00000092445
ENSG00000165272
ENSG00000136960
ENSG00000138207
ENSG00000137801
ENSG00000121031
ENSG00000167315
ENSG00000115380
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ENSG00000171105 6 7.17 42.99
ENSG00000133026 6 7.17 42.99
ENSG00000086062 6 7.17 42.99
ENSG00000078674 6 7.17 42.99
ENSG00000065154 6 7.17 42.99
ENSG00000109572 6 7.17 42.99
ENSG00000169992 6 7.17 42.99
ENSG00000133706 6 7.17 42.99
ENSG00000160613 6 7.17 42.99
ENSG00000100731 6 7.17 42.99
ENSG00000137106 6 7.17 42.99
ENSG00000141753 6 7.17 42.99
ENSG00000105220 6 7.17 42.99
T2D

ENSG00000121691 6 61.58 369.48
ENSG00000158864 8 9.78 78.27
ENSG00000116096 8 9.78 78.27
ENSG00000064601 8 9.78 78.27
ENSG00000115306 8 8.73 69.83
ENSG00000127616 8 8.73 69.83
ENSG00000183023 8 8.73 69.83
ENSG00000080503 8 8.73 69.83
ENSG00000100889 8 8.73 69.83
ENSG00000168575 8 8.73 69.83
ENSG00000112473 8 8.73 69.83
ENSG00000137332 8 8.73 69.83
ENSG00000122218 8 8.73 69.83
ENSG00000092068 8 8.73 69.83
ENSG00000122966 8 8.73 69.83
ENSG00000055609 8 8.73 69.83
ENSG00000150768 8 8.73 69.83
ENSG00000134013 8 8.73 69.83
ENSG00000106003 7 9.59 67.15
ENSG00000158296 7 9.59 67.15
ENSG00000105664 7 9.59 67.15
ENSG00000124212 7 9.59 67.15
ENSG00000166349 7 9.59 67.15
ENSG00000166035 7 9.59 67.15
ENSG00000125851 7 9.59 67.15
ENSG00000140284 7 9.59 67.15
ENSG00000105409 7 9.59 67.15
ENSG00000080469 7 9.59 67.15
ENSG00000141837 7 9.59 67.15
ENSG00000070061 7 9.59 67.15
ENSG00000138193 7 9.59 67.15
ENSG00000182580 7 9.59 67.15
ENSG00000115159 7 9.59 67.15
ENSG00000105641 7 9.59 67.15
ENSG00000021488 7 9.59 67.15
ENSG00000100714 8 8.36 66.86
ENSG00000106397 8 8.36 66.86
ENSG00000168615 8 8.36 66.86
ENSG00000128928 8 8.36 66.86
ENSG00000049860 8 8.36 66.86
ENSG00000184494 8 8.36 66.86




ENSG00000114480
ENSG00000158874
ENSG00000113658
ENSG00000104823
ENSG00000143437
ENSG00000087470
ENSG00000160691
ENSG00000100994
ENSG00000018625
ENSG00000104812
ENSG00000112493
ENSG00000113580
ENSG00000137642
ENSG00000135862
ENSG00000085872
ENSG00000115652
ENSG00000105877
ENSG00000108821
ENSG00000115380
ENSG00000143387
ENSG00000130702
ENSG00000167601
ENSG00000104774
ENSG00000106688
ENSG00000165029
ENSG00000184916
ENSG00000108556
ENSG00000101365
ENSG00000112769
ENSG00000074181
ENSG00000074695
ENSG00000135829
ENSG00000088882
ENSG00000141736
ENSG00000072778
ENSG00000120251
ENSG00000174437
ENSG00000138356
ENSG00000130164
ENSG00000109099
ENSG00000138207
ENSG00000132142
ENSG00000133706
ENSG00000136960
ENSG00000174231
ENSG00000115414
ENSG00000171105
ENSG00000133026
ENSG00000086062
ENSG00000109572
ENSG00000160613
ENSG00000141753
ENSG00000105220
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